
 



Session Presentation  
Type

Abstra
ct Speaker Title

SUNDAY

Conference Welcome 15.30:16:00

Award winner -MJD White Medal Opening 
afternoon 16:00-17:00 16 Peter Dearden Data is great- but what next?

MONDAY

Plenary
Chair:Maddie James Morning plenary 08:45-09:30 0 Loïc Yengo Integrative Approaches for Accelerating Genomic Discovery in 

Understudied Populations

Impact Award Morning plenary 09:30-10:00 61  Carolyn Hogg and Kym 
Ottewell

Integrating Genomics into Conservation Practice: The Threatened 
Species Initiative

Concurrent Session: 1.1
Session Chair:
Stephanie Kerr

Session Room: 206
Adaptation, Speciation & Gene 

flow Invited talk 10:30-11.00 59 James M Using MAGIC to deconstruct and reconstruct the genetic basis of adaptation

Adaptation, Speciation & Gene 
flow Selected talk 11:00-11.20 21 McCulloch G Glacial-interglacial cycles drove isolation, speciation, and secondary contact 

in alpine stoneflies

Adaptation, Speciation & Gene 
flow Selected talk 11:20-11:40 164 Ortiz Barrientos D When habitats sort a genome into a new species

Adaptation, Speciation & Gene 
flow Selected talk 11:40-12.00 46 Byrne I Genomic Evidence of Cryptic Species and Habitat Specialization in the 

Brooding Coral Seriatopora hystrix Along the Great Barrier Reef

Adaptation, Speciation & Gene 
flow Lightning talk 12:00-12:05 107 Pathirana D Distribution and effect of oviparity, viviparity, and transitional pregnancy on 

population structure in the lizard Saiphos equalis

Concurrent Session: 1.2
Session Chair:

 Michelle Lupton
Session Room: 275

Genetics and genomics in 
human health and disease  I Invited talk 10:30-11.00 144 Spurdle A Pathogenic alleles are not equal: Classification of BRCA1 and BRCA2 

variants with atypical penetrance and their relevance for response to therapy

Genetics and genomics in 
human health and disease  I Selected talk 11:00-11.20 120 Sachdeva P Dynamic genomic redistribution of H3 variants modulating metastatic 

epigenome in gastric cancer

Genetics and genomics in 
human health and disease  I Selected talk 11:20-11:40 3 Anagaw M Indicators of iron status and ovarian cancer risk: An observational and bi-

directional Mendelian randomization study

Genetics and genomics in 
human health and disease  I Selected talk 11:40-12.00 14 Agrawal P Functional validation of patient-derived SNRPN variants using a scalable 

Drosophila behavioral platform

Genetics and genomics in 
human health and disease  I Selected talk 

short 12:00-12:10 11 Opoku M Population genetic structure of Simulium damnosum s.l. across Ghana 
revealed by whole-genome SNP analysis

Genetics and genomics in 
human health and disease  I Selected talk 

short 12:10-12:20 141 Rosic N
Exploring the impact of genetic polymorphism of superoxide dismutase on 

protein function and probable associations with Parkinson’s disease 
development

Genetics and genomics in 
human health and disease  I Lightning talk 12:20-12:25 17 Novosiadla Z Uncovering novel diet-disease interactions using untargeted nutrigenomics 

in Drosophila



Concurrent Session: 1.3
Session Chair: 

Miloš Tanurdžić
Session Room: 273

Molecular, developmental 
genetics, and gene regulation I Invited talk 10:30-11.00 57 Eckersley-Maslin M Hijacking developmental plasticity in cancer

Molecular, developmental 
genetics, and gene regulation I Selected talk 11:00-11.20 136 Ryan J Sex in Mammals: Rats do it different

Molecular, developmental 
genetics, and gene regulation I Selected talk 11:20-11:40 50 Eager B Embryonic transcriptome reveals timing of digestive, sensory, and 

morphological development in seahorses

Molecular, developmental 
genetics, and gene regulation I Selected talk 11:40-12.00 90 Hasselman E Diverging Genetic Regulation for Conserved Morphology: Evolution of 

Segmentation in the Honeybee (Apis mellifera)

Molecular, developmental 
genetics, and gene regulation I Selected talk 12:00-12:20 7 Gonsalvez A Comparison of monotreme crural gland gene expression

Molecular, developmental 
genetics, and gene regulation I Lightning talk 12:20-12:25 62 Smits N

A modified ONT library preparation protocol reduces DNA input 
requirements and enables epigenomic profiling of the mid-gestational 

mouse placenta

Concurrent Session: 2.1
Session Chair:
Maddie James

Session Room: 275
Genomes, Pangenomics & 

Structural Variation Selected talk 13:30-13:50 54 Harrop T Automatic reference genome assembly for Australian species

Genomes, Pangenomics & 
Structural Variation Selected talk 13:50-14:10 20 Gallagher T An Emerging Onychophoran Genomic Resource for Panarthropod Evo-Devo

Genomes, Pangenomics & 
Structural Variation Selected talk 14:10-14:30 138 Chandora R A high-quality polyploid reference genome of Channel millet (Echinochloa 

turneriana) reveals its potential as a climate-resilient grain

Genomes, Pangenomics & 
Structural Variation Selected talk 14:30;14:50 63 Martin R Transposable Elements Are Associated With Changes In Uterine Gene 

Expression During The Evolution Of Lizard Pregnancy

Genomes, Pangenomics & 
Structural Variation Selected talk 14:50-15:10 55 Bagot S First koala pangenome reveals interesting insights into genomic differences 

in overabundant populations

Genomes, Pangenomics & 
Structural Variation Selected talk 15:10-15:30 103 Echalar Espinoza J Chromosomal evolution in the delicatulus group of Pseudomys mice in 

Australia

Concurrent Session: 2.2
Session Chair:

Daniel Ortiz Barrientos
Session Room: 206 

Comparative & Evolutionary 
Genomics Selected talk 13:30-13:50 83 Keddell P Why Does Eusociality Evolve So Often in the Hymenoptera?

Comparative & Evolutionary 
Genomics Selected talk 13:50-14:10 24 Gardner C Implications of reproductive seasonality in domestic dogs: does non-

seasonal breeding reduce generation length?

Comparative & Evolutionary 
Genomics Selected talk 14:10-14:30 81 Ho S Rates of molecular and morphological evolution across the Tree of Life

Comparative & Evolutionary 
Genomics Selected talk 14:30;14:50 26 de Jager M Genomic diversity and pathogenicity of banana wilt associated 

phytoplasmas in Papua New Guinea and the Solomon Islands

Comparative & Evolutionary 
Genomics Selected talk 14:50-15:10 29 Blyton M

The evolution of effective transcriptional silencing of koala retrovirus A 
(KoRV-A) in the koala testes via the piRNA system as triggered by the KoRV-

A insertion in the MAP4K4 gene
Comparative & Evolutionary 

Genomics Selected talk 15:10-15:30 48 Campbell L Wommunology: Divergent Transcriptional Responses to Innate Immune 
Stimulation in the Bare Nosed Wombat Fibroblasts



Concurrent Session: 2.3
Session Chair: 
Owen Powell

Session Room:273 
Genetics and Genomics in 

Primary Industries Selected talk 13:30-13:50 94 Kerr S Genomic approaches to characterise and manipulate flowering genes in 
horticulturally important tree crops

Genetics and Genomics in 
Primary Industries Selected talk 13:50-14:10 34 Whibley A Improving elite germplasm: genomic routes to climate resilience in 

grapevine

Genetics and Genomics in 
Primary Industries Selected talk 14:10-14:30 121 Ryan J Genomic resources and genetic diversity in the global collection of the 

Australian native lime, Citrus glauca

Genetics and Genomics in 
Primary Industries Selected talk 14:30;14:50 97 McKee R Expansions of genes in the RNA interference pathway of Varroa destructor 

Genetics and Genomics in 
Primary Industries Selected talk 14:50-15:10 131 Shehnaz S Gene regulatory networks underlying bud dormancy in horticultural 

perennial crops

Genetics and Genomics in 
Primary Industries Lightning talk 15:10-15:15 15 Yadav S Metagenomic insights into soil biodiversity across diverse bioregions

Genetics and Genomics in 
Primary Industries Lightning talk 15:15-15:20 119 Chen Z Epigenetic Patterns of Xylanibacter ruminicola in Bovine Rumen Vary with 

Season and Pregnancy

Concurrent Session: 3.1
Session Chair:
Peter Prentis 

Session Room:275 
Genomes, Pangenomics & 

Structural Variation II Selected talk 16:00-16:20 36 Maggs X
Divergent functions of fetal membranes and genomic structural variants 

underpin the evolution of oviparity and viviparity in a reproductively bimodal 
skink, Lerista bougainvillii

Genomes, Pangenomics & 
Structural Variation II Selected talk 16:20-16:40 105 Naim F Unpacking Genomics Mechanisms Underpinning Rapid Adapatation of Net 

Form Blotch Disease

Genomes, Pangenomics & 
Structural Variation II Selected talk 16:40-17:00 37 Jones A Complex Genomic Structural Variation Underlies Climate Adaptation across 

Eucalyptus species

Genomes, Pangenomics & 
Structural Variation II Selected talk 17:00-17:20 137 Lord E Bioplatforms Australia Genomics for Forest Resilience Initiative

Genomes, Pangenomics & 
Structural Variation II Selected talk 17:20-17:40 73 Ishida H Comparative metagenomics reveal taxonomic and metabolic heterogeneity 

of sediment microbes from the Great Barrier Reef

Genomes, Pangenomics & 
Structural Variation II Lightning talk 17:40-17:45 47 Trim B Computational resolution of the sea snake chemosensory genome: 

Phylogenomic reconstruction of adaptations following rapid marine transition

Concurrent Session: 3.2
Session Chair: 

Miloš Tanurdžić
Session Room: 273

Genetics Education
Invited talk 16:00-16:30 155 Wang J Science Communication 2.0: Storytelling through Technology 

Genetics Education
Selected talk 16:30-16:50 113 Remnant E Sequencing in real time in the undergraduate classroom

Genetics Education
Selected talk 16:50-17:10 154 Puckering T Beyond the diagram: how interactive simulation builds physical intuition and 

transforms student outcomes in undergraduate genetics.

Genetics Education
SING award 17:10-17:30 27 Kerekere T Tipu Matoro - Bringing Science to Our Young People in Te Tairāwhati

Genetics Education
Selected talk 17:30-17:50 160 Summerfeld T Evaluating an AI agent to assist student learning in a second year Genetics 

practical



Concurrent Session: 3.3
Session Chair:

Daniel Ortiz Barrientos
Session Room:206 

Comparative & Evolutionary 
Genomics Selected talk 16:00-16:20 66 Kenny N Examining the Diversity, Biology and Ecological Context of Aotearoa’s 

Enigmatic Freshwater Sponges

Comparative & Evolutionary 
Genomics Selected talk 16:20-16:40 69 Hahn E Scaling terrestrial biodiversity monitoring using citizen-led airborne 

environmental DNA

Comparative & Evolutionary 
Genomics Selected talk 16:40-17:00 79 Douglas J Inferring the drivers of substitution rate variation using phylogenetic 

stochastic mapping

Comparative & Evolutionary 
Genomics Selected talk 17:00-17:20 112 Puente-Lelievre C Beyond sequence: integrating structural data to reconstruct the evolution of 

host-seeking behaviour in bacteria

Comparative & Evolutionary 
Genomics Selected talk 17:20-17:40 8 Silver L MHC Comparative Genomics Across Vertebrates: Insights from Bats and 

Marsupials

Comparative & Evolutionary 
Genomics Selected talk 17:40-18:00 43 Howitt S Contrasting outcomes of hybridisation with introduced species and 

implications for a warming world

TUESDAY

Plenary
Chair: Miloš Tanurdžić Morning plenary 08:45-09:30 163 Sarah Medland Psychiatric Genetics: What Psychiatry has learned from genetics 

Morning Tea

Concurrent Session: 4.1
Session Chair:
Maddie James

Session Room:275
Genetics and Genomics of 

Invasive Species Invited talk 10:00-10:30 67 Bock D Evolving on the edge: how invasive species adapt—or fail to—in new 
environments

Genetics and Genomics of 
Invasive Species Selected talk 10:30-10:50 9 Hay A Asymmetric migration shapes genetic structure of the invasive Avian 

Vampire Fly (Philornis downsi) across the Galápagos archipelago.

Genetics and Genomics of 
Invasive Species Selected talk 10:50-11:10 12 Dudaniec R Environmental gradients align genes and gut microbiomes during a 

bumblebee island invasion

Genetics and Genomics of 
Invasive Species Selected talk 11:10-11:30 56 Kabir S Spatiotemporal dynamics of genomic adaptation to climate during the 

European invasion of Ambrosia artemisiifolia

Genetics and Genomics of 
Invasive Species Selected talk 11:30-11:50 106 D'Ombrain T Non-invasive epigenetic age estimation and population genetics for urban 

deer management using faecal DNA

Genetics and Genomics of 
Invasive Species Lightning talk 11:50-11.55 82 Ding Y Uncovering the Invasion History of Australian Feral Cats Through Museum 

Genomics

Concurrent Session: 4.2
Session Chair: 

Miloš Tanurdžić
Session Room:206 

Conservation Genetics and 
Genomics Mayo Prize 10:00-10:20 25 Tan H Genomic erosion in the threatened hihi/stitchbird

Conservation Genetics and 
Genomics Lightning talk 10:20-10:25 52 Mcmaster E Genomic signatures of vulnerability and resilience across Australian plants

Conservation Genetics and 
Genomics Lightning talk 10:25-10.30 92 Bhummakasikara T Museum genomics reveals the phylogenetic placement of the elusive 

Tasmanian Pookila



Conservation Genetics and 
Genomics Spencer Smith-

White award 10:30-10:50 93 Ockert L Conservation genomics of the Australian little penguin, from wild colonies to 
captivity.

Conservation Genetics and 
Genomics Selected talk 10:50-11:10 38 Schraven A Genomic Insights into Admixture and Management of Southern Koala 

Populations

Conservation Genetics and 
Genomics Selected talk 11:10-11:30 95 Dodd C Taxonomy and conservation genetics of the kultarrs (Antechinomys sp.)

Conservation Genetics and 
Genomics Lightning talk 11:30-11:35 99 Schneller N Chromosome-level genome assemblies identify members of coral holobiont 

community

Conservation Genetics and 
Genomics Lightning talk 11:35-11:40 109 Griffith O Bringing CRISPR Down Under: Adapting reptile genome editing for lizards 

in Australia

Concurrent Session: 4.3
Session Chair:

Charlie Bell
Session Room: 273

Molecular, developmental 
genetics, and gene regulation II Invited talk 10:00-10:30 126 Isbel L The role of chromatin in guiding transcription factor activity in stem cells

Molecular, developmental 
genetics, and gene regulation II Selected talk 10:30-10:50 110 Richardson S Long-read sequencing illuminates retrotransposon regulation during 

primordial germ cell specification in vitro

Molecular, developmental 
genetics, and gene regulation II Selected talk 10:50-11:10 133 Chhabra A Genetic variation and tissue-specific splicing: Insights from a million GWAS 

study

Molecular, developmental 
genetics, and gene regulation II Selected talk 11:10-11:30 19 Baxter S Genetic pest control using conditional temperature sensitivity gene drives 

Molecular, developmental 
genetics, and gene regulation II Selected talk 11:30-11:50 114 Remnant E Small but mighty: What can small RNAs tell us about parasitic mites?

Molecular, developmental 
genetics, and gene regulation II Lightning talk 11:50-11.55 80 Carleton A Characterization and Genotyping of De novo LTR retrotransposition during 

Mouse Embryonic Development

Award Winner Ross Crozier 
Medal

Asia-Pacific 
Genetics 
seminar

12:00-12:45 75 Joanna Achinger Kawecka 3D chromatin rewiring governs lineage identity in prostate cancer

LUNCH

Concurrent Session: 5.1
Session Chair:
Peter Prentis

Session Room: 206
Conservation Genetics and 

Genomics Selected talk 13:30:13:50 6 Hogg C Translocations as a tool for promoting immunogenetic diversity and disease 
resilience

Conservation Genetics and 
Genomics Selected talk 13:50-14:10 88 Tiatragul S Genomic assessment of wild population structure and captive representation 

of the critically endangered corroboree frogs

Conservation Genetics and 
Genomics Selected talk 14:10-14:30 35 Bragg J The genetics of resistance to the plant disease myrtle rust: applications in 

conservation and restoration

Conservation Genetics and 
Genomics Selected talk 14:30-14:50 102 Rubio C Genetic insights into a managed population of black-footed rock-wallabies at 

Newhaven

Conservation Genetics and 
Genomics Selected talk 14:50-15:10 96 Potter S Comparative phylogeography of the Sminthopsis macroura group identifies 

expansion in response to past climatic changes

Conservation Genetics and 
Genomics Spencer Smith-

White award 15:10-15:30 41 Bail N
Genetic health in the last remnant population of the Armoured Mist Frog 

(Mosleyia lorica) in the Australian Wet Tropics, and projections for managing 
a reintroduced population



Concurrent Session: 5.2
Session Chair: 

Miloš Tanurdžić
Session Room: 275

Bioinformatics, modelling and 
genomics technologies Invited talk 13:30:13:50 153 Fernandez Valverde S Evolution as a lens into lncRNA functionality

Bioinformatics, modelling and 
genomics technologies Selected talk 14:10-14:30 91 Fortuna N Using PSoup to understand biological systems

Bioinformatics, modelling and 
genomics technologies Invited talk 13:50-14:10 157 Kainer D FLASH-P: Turning decades of biology into accurate causal networks with AI 

agents

Bioinformatics, modelling and 
genomics technologies Selected talk 14:30-14:50 68 Tammen I What’s new in OMIA? Enhancing a global resource for inherited diseases 

and traits in animals.

Bioinformatics, modelling and 
genomics technologies Selected talk 14:50-15:10 84 Summerfield T Building a Photosynthetic Factory: Manipulating Photosynthesis and 

Genome Stability in Cyanobacteria

Bioinformatics, modelling and 
genomics technologies Ligthning 15:10-15:15 30 Crow T Causal thinking in a correlated world: improving genomic prediction through 

SNP selection in the AI era

Concurrent Session: 5.3
Session Chair: 
Owen Powell

Session Room: 273
Quantitative genetics 

Selected talk 13:30:14:00 18 O'Brien N Modelling polygenic adaptation via gene regulatory networks

Quantitative genetics 
Spencer Smith-

White award 14:00-14:20 86 Amoanimaa-Dede H Genetic and molecular basis of photosystem II heat tolerance in wheat and 
barley

Quantitative genetics 
Selected talk 14:20-14:40 139 Chandora K Uncovering novel G×G interactions through mutant perturbations to test 

genomic predictions

Quantitative genetics 
Selected talk 14:40-15:00 76 Bacon E Leveraging metabolic quantification to uncover the genetic determinants of 

equine sedative response variability

Quantitative genetics 
Lightning talk 15:00-15:05 49 Quilloy F

More loci, better resolution, and finally Australian:Developing the First Rice 
NAM Population to Incorporate Australian Varieties for Complex Trait 

Dissection
Quantitative genetics 

Lightning talk 15:05-15:10 122 Li Y Leveraging and Refining Rumen Microbial Functional and Taxonomic 
Features to Predict Methane Phenotypes in Sheep

Afternoon Tea

 DG Catcheside prize Room 206 Afternoon 
plenary 16:00-16:30 60 Leo Featherstone Improving phylodynamic inference for infectious disease outbreaks

GSA AGM 
Room 206 AGM 16:30-17:15

Conference Dinner
Rivershed

Howard Smith Wharves
18:15-22:00

WEDNESDAY

Plenary Morning plenary 08:45-09:30 162 David Lowry Uncovering the complex genetic basis of evolutionary adaptations in the 
yellow monkeyflower, Mimulus guttatus

Alan Wilton Award Morning plenary 09:30-10:00 44 Andrew Urquhart The search for a vector of horizontal gene transfer in fungi

Morning Tea



Concurrent Session: 6.1
Session Chair:
Tim Puckering

Session Room: 275
Pest & Pathogen Evolution

Invited talk 10:30-11:00 77 Schmidt T Pest evolution on human timescales

Pest & Pathogen Evolution
Selected talk 11:00-11:20 87 Dainty K When Biocontrol goes Ratchet: the Evolutionary Constraints of Asexuality

Pest & Pathogen Evolution
Selected talk 11:20-11:40 45 Craig R A tale of two giant viruses: diverse strategies of latent infection in distinct 

eukaryotic hosts

Pest & Pathogen Evolution
Selected talk 11:40-12:00 89 Inwood S Virus spillover and strain dynamics in a parasitoid biocontrol agent

Pest & Pathogen Evolution
Selected talk 12:00-12:20 28 Gallagher-becker S

Low heritability and cross-trait covariances constrain adaptive potential for 
disease resistance in a wild reptile (eastern water dragon - Intellagama 

lesueurii)
Pest & Pathogen Evolution

Lightning talk 12:20-12:25 40 Ngo L Streptomycin resistance mutations are predicted to be highly prevalent and 
evolvable across diverse bacterial lineages

Pest & Pathogen Evolution
Lightning talk 12:25-12:30 42 Patantis G Shifts in the microbial diversity and genomic characteristics across an 

intertidal hot spring ecosystem

Concurrent Session: 6.2
Session Chair:
Lauren Aoude

Session Room: 206
Genetics and genomics in 

human health and disease  II Invited talk 10:30-11:00 159 Shah S Utility of polygenic risk scores in diagnostic genetic testing for cardiovascular 
diseases

Genetics and genomics in 
human health and disease  II Selected talk 11:00-11:20 98 Painter J Genomewide association study of nausea and vomiting during pregnancy 

reveals a complex genetic architecture beyond the impact of GDF15.

Genetics and genomics in 
human health and disease  II Phil Batterham 

award 11:20-11:40 100 O'Sullivan B Closing the Diagnostic Gap: Long-Read Sequencing and Diverse Reference 
Resources to Improve Rare Disease Diagnosis

Genetics and genomics in 
human health and disease  II Selected talk 11:40-12:00 123 Chang E

Intrauterine environment and offspring psychiatric outcomes: An 
intergenerational Mendelian randomization study in the Norwegian Mother, 

Father, and Child cohort
Genetics and genomics in 

human health and disease  II SING award 12:00-12:15 124 Ruthven S A Cup of Tea with Uncle – Genetic Counselling Consultations Supported by 
Indigenous Approaches  

Genetics and genomics in 
human health and disease  II Spencer Smith-

White award 12:15-12:30 111 Rey Alvarez L Characterisation of ATXN3 CAG repeat and SNP haplotype diversity across 
ancestries

Concurrent Session: 6.3
Session Chair: 
David Kainer

Session Room: 273
Bioinformatics and genomics 

technologies Invited talk 10:30-11:00 158 Mar J TBA

Bioinformatics and genomics 
technologies Invited talk 11:00-11:30 152 Berry S Transcriptional homeostasis in human cells

Bioinformatics and genomics 
technologies Selected talk 11:30-11:50 23 Kim M Decoding Feline Xanthinuria: Identifying and Functionally Validating the 

Genetic Culprit Behind an Emerging Veterinary Challenge

Bioinformatics and genomics 
technologies SING award 11:50-12:05 64 Paepke C For our missing brothers and sisters: Non-destructive DNA extraction for the 

identification and repatriation of highly degraded remains.

Bioinformatics and genomics 
technologies Selected talk 12:05-12:25 Crow M A Life in Genomics: Careers Beyond Academia 

Lunch

Conference Award 
Presentations, Room 206 13:30-14:00

Conference Closing, Room 206 14:00-14:30



Poster sessions:
Even poster numbers 
Monday, Odd poster 

Posters Poster 53 Shade T
Phylogenomic Analysis of Cockatoos (Psittaciformes, Cacatuidae) to 
Estimate Relationships, Evolutionary Timescale, and Gene Flow: Preliminary 
Results

Posters Poster 58 Rossi Burden C Genomic signatures of wood feeding and nesting in termites and 
cockroaches

Posters Poster 72 Dijke I Resolving Lord Howe Island’s ant diversity and origins by integrating 
COI/16S barcoding and morphology.

Posters Poster 78 Jones H Genomic evidence supports a hybrid origin for the Kalbarri catspaw – 
Anigozanthos kalbarriensis.

Posters Poster 101 Drury C Developing mitochondrial references for Australian terrestrial mammals: 
Testing the limits of mitochondrial DNA in species-level diagnosis

Posters Poster 108 Kumar A Is there a genetic basis for sex differences in the gut microbiota, and does 
this genetic variation covary with host lifespan?

Posters Poster 4 Anagaw M Risk factors of ovarian cancer: A systematic review and meta-analysis of 
Mendelian randomisation studies

Posters Poster 13 Mann J Reference Bias and Evolutionary History Shape Allele Frequencies of 
Neurodegenerative Associated Loci in Diverse Populations

Posters Poster 22 Balaton B The effects of periconceptional alcohol exposure on placental DNA 
methylation

Posters Poster 51 Wronka Z Linking parasite burden, immune response, and genetic variation in 
Australian Thoroughbred horses

Posters Poster 70 Tammen I LARGE ANIMAL MODELS OF HUMAN GENETIC DISEASE

Posters Poster 134 Bartschat C Generating functional genomics and epigenomics resources to identify gene 
regulatory elements in mango (Mangifera indica L.)

Posters Poster 71 Hounslow T Truncated Endogenous Retroviral Envelope Proteins at the Fetal-Maternal 
Interface

Posters Poster 127 Jessica G Comparative Analysis of KNATM Function in Arabidopsis thaliana and 
Cardamine hirsuta

Posters Poster 132 Millard A Small RNA associated with vegetative phase change and competence to 
flower in mango (Mangifera indica)

Posters Poster 128 Zhang Q DNA methylomes in mango (Mangifera indica L.)

Posters Poster 33 Chang W Development of a Bioinformatics Platform for Gene Expression Data and 
Pathway Analysis

Posters Poster 140 Rosic N Natural UV-absorbing compounds - Mycosporine-like Amino Acids and the 
complexity of their biosynthetic pathways 

Posters Poster 39 Ngo L Streptomycin resistance mutations are predicted to be highly prevalent and 
evolvable across diverse bacterial lineages

Posters Poster 143 Wang Z GWAS identifies novel SNPs and candidate genes associated with pearl 
yield traits in the freshwater pearl mussel Hyriopsis cumingii

Posters Poster 156 Pasipanodya M Cost-Effective Genotyping Using Long Read Skim Sequencing for Tree Crop Breeding

Posters Poster 146 Li J
Single-cell transcriptomics of Hyriopsis cumingii mantle tissue reveals that a 
novel gene Nasilin plays a key role in pearl biomineralization

Posters Poster 82 Ding Y Uncovering the Invasion History of Australian Feral Cats Through Museum 
Genomics

Posters Poster 148 Ward A
Genetic Polymorphisms in TNFA, ABCB1 and TGFB1: an in-silico  analysis and 
potential implication in the pain profile of cystic fibrosis 

Posters Poster 150 Wickramage H
Isoform-resolved transcriptomics reveals stage-specific regulatory 
complexity during metamorphosis in Helicoverpa armigera



Posters Poster 147 Li J Construction and application of a genomic selection system for freshwater pearl mussels

Posters Poster 145 Wang Z A deep learning framework with coordinate attention and dual SNP ordering 
strategies for genomic prediction in Hyriopsis cumingii

Posters Poster 151 Vasli N
Can Optical Genome Mapping Replace Chromosomal Microarray Analysis? 
Experience from a Canadian Provincial Diagnostic Genetics Laboratory
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