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Session

Presentation
Type

Abstra

ct

SUNDAY

Conference Welcome

Award winner -MJD White Medal

Opening

afternoon

15.30:16:00

16:00-17:00

Peter Dearden

Data is great- but what next?

MONDAY

Plenary
Chair:Maddie James

Impact Award

Morning plenary

Morning plenary

08:45-09:30

09:30-10:00

Loic Yengo

Carolyn Hogg and Kym
Ottewell

Integrative Approaches for Accelerating Genomic Discovery in
Understudied Populations

Integrating Genomics into Conservation Practice: The Threatened
Species Initiative

Toncurrent Session: 1.1
Session Chair:
Stephanie Kerr

S, i Room: 208
Adaptation, Speciation & Gene
flow Invited talk 10:30-11.00 59 James M Using MAGIC to deconstruct and reconstruct the genetic basis of adaptation
Adaptation, Speciation & Gene Glacial-interglacial cycles d isolati ati d d tact
flow Selected talk G150 21 McCulloch G acial-interglacial cycles drove isolation, speciation, and secondary contac
in alpine stoneflies
Adaptation, Speciation & Gene
flow Selected talk 11:20-11:40 164 Ortiz Barrientos D When habitats sort a genome into a new species
Adaptation, Speciation & Gene G ic Evid { Cryptic Speci d Habitat Specialization in th
flow 0. enomic Evidence of Cryptic Species and Habitat Specialization in the
Selectediialk 120200 “ Evich Brooding Coral Seriatopora hystrix Along the Great Barrier Reef
Adaptation, Speciation & Gene Distributi d effect of oviparity. vivioari dt itional
flow Lightning talk 12:00-12:05 107 Pathirana D Istribution ana e elC (o) owpanty: V|V|pa.my, an . ransitiona ‘pregnancy on
population structure in the lizard Saiphos equalis
Concurrent Session: 1.2
Session Chair:
Michelle Lupton
Session Room: 275
Genetics and genomics in Pathogenic allel tequal: Classification of BRCA1 and BRCA2
human health and disease | s il 10:30-11.00 144 Spurdle A Pathogenic alleles are not equal: Classification o an
variants with atypical penetrance and their relevance for response to therapy
Genetics and genomics in D . ic redistributi o VED dulati tastati
human health and disease | Selected talk 11:00-11.20 120 Sachdeva P ynamic genomic redistribution o variants modulating metastatic
epigenome in gastric cancer
Genetics and genomics in Indicat i tat d . isk: An ob itoniel el Gl
human health and disease | Selected talk 1120-11:40 a Anagaw M ndicators ofiron status and ovarian cancer risk: An observational and bi-
directional Mendelian randomization study
Genetics and genomics in Functional validation of patient-derived SNRPN variants usi labl
human health and disease | Selected talk 11401200 14 Agrawal P unctional validation of patient-derived variants using a scalable
Drosophila behavioral platform
Genetics and genomics in . . N
human health and disease | Selected talk 12:00-12:10 11 Opoku M Population genetic structure of Simulium damnosum sI across Ghana
short revealed by whole-genome SNP analysis
Genetics and genomics in Selected talk Exploring the impact of genetic polymorphism of superoxide dismutase on
human health and disease | - 12:10-12:20 141 Rosic N protein function and probable associations with Parkinson’s disease
development
Genetics and genomics in U . | dietdi - i . o ted nutri .
human health and disease | el (=T B . Novosiadia Z ncovering novel diet-disease interactions using untargeted nutrigenomics

in Drosophila




Concurrent Session: 1.3
Session Chair:
Milo$ Tanurdzi¢
Session Room: 273

Molecular, developmental

genetics, and gene regulation | Invited talk 10:30-11.00 57 Eckersley-Maslin M Hijacking developmental plasticity in cancer
Molecular, developmental
genetics, and gene regulation| | Selected talk 11:00-11.20 136 Ryan J Sex in Mammals: Rats do it different
Molecular, developmental Emb a0 ot Is timi f digesti d
genetics, and gene regulation | Selected talk 1120-11:40 50 ZrailE mbryonic transcrip orqe reveals timing (? igestive, sensory, an:
morphological developmentin seahorses
Molecular, developmental Di ing Genetic Requlation for G d Morohology: Evoluti .
genetics, and gene regulation| | Selected talk | 11:40-12.00 | 90 Hasselman E Verging enetic neguiation for sonsenved Lorphaiogy. Evoiltion ©
Segmentation in the Honeybee (Apis mellifera)
Molecular, developmental
genetics, and gene regulation| | Selected talk 12:00-12:20 7 Gonsalvez A Comparison of monotreme crural gland gene expression
Molecular, developmental A modified ONT library preparation protocol reduces DNA input
genetics, and gene regulation| | Lightning talk 12:20-12:25 62 Smits N requirements and enables epigenomic profiling of the mid-gestational
mouse placenta
Concurrent Session: 2.1
Session Chair:
Maddie James
Session Room: 275
Genomes, Pangenomics &
Structural Variation Selected talk 13:30-13:50 54 Harrop T Automatic reference genome assembly for Australian species
Genomes, Pangenomics &
Structural Variation Selected talk 13:50-14:10 20 Gallagher T An Emerging Onychophoran Genomic Resource for Panarthropod Evo-Devo
Ll A high-quality polyploid ref f Channel millet (Echinochl
Structural Variation Selectedtalk | 14:10-14:30 | 138 Chandora R igh-quality polyploid reference genome of Channel millet (Echinochioa
turneriana) reveals its potential as a climate-resilient grain
S el e T ble Elements Are Associated With Ch In Uterine G
Structural Variation Selected talk 14:3014:50 63 Martin R ransposable femen s. re Associa e. ith C anges In Uterine Gene
Expression During The Evolution Of Lizard Pregnancy
Genomes, Pangenomics & First koal Is int ting insights int ic diff
Structural Variation Selected talk 4505510 55 BagotS irst koala pangenome .revea s interesting insig ' s into genomic differences
in overabundant populations
Genomes, Pangenomics & ch I evolution in the delicatul ¢ Pseud L
Structural Variation Selectedtalk | 15:10-15:30 | 103 Echalar Espinoza J romosomat evolution in fne Ai's‘:;ﬁaus group eri=seudomys mice in
Concurrent Session: 2.2
Session Chair:
Daniel Ortiz Barrientos
Session Room: 206
Comparative & Evolutionary
Genomics Selected talk 13:30-13:50 83 Keddell P Why Does Eusociality Evolve So Often in the Hymenoptera?
Comparative & Evolutionary imolicati ’ duct lity in d i dogs: d
el Selected talk 13:50-14:10 o4 Gardner C mplications of reproductive seasona ity in omestic dogs: does non-
seasonal breeding reduce generation length?
Comparative & Evolutionary
Genomics Selected talk 14:10-14:30 81 Ho S Rates of molecular and morphological evolution across the Tree of Life
Comparative & Evolutionary G ic di . d path icity of b it ki)
e Selected talk 14:3014:50 26 de Jager M enomic |ver§|ty and pa ogen!cnyo anana wilt associate
phytoplasmas in Papua New Guinea and the Solomon Islands
Comparative & Evolutionary The evolution of effective transcriptional silencing of koala retrovirus A
Genomics Selected talk 14:50-15:10 29 Blyton M (KoRV-A) in the koala testes via the piRNA system as triggered by the KoRV-|
Ainsertion in the MAP4K4 gene
Comparative & Evolutionary Wi loav: Di T ioti R to/Innats |
e Selected talk 154101530 48 Gzl ommunology: Divergent Transcriptional Responses to Innate Inmune

Stimulation in the Bare Nosed Wombat Fibroblasts




Concurrent Session: 2.3

Session Chair:
Owen Powell
Session Room:273

Genetics and Genomics in

Genomic approaches to characterise and manipulate flowering genes in

Primary Industries Selected talk 13:30-13:50 94 Kerr S X .
horticulturally important tree crops
Genetics and Genomics in | h lit | . ) 5o GlEk il "
Primary Industries Selected talk 13:50-14:10 34 Whibley A mproving elite germplasm: genomllc routes to climate resilience in
grapevine
Genetics and Genomics in G . d fic di ity in the alobal collecti fth
Primary Industries Selected talk 14:10-14:30 191 Ryan J enomic resources an 'gene |f: |\{erS|ty !n e global collection of the
Australian native lime, Citrus glauca
Genetics and Genomics in
Primary Industries Selected talk 14:30;14:50 97 McKee R Expansions of genes in the RNA interference pathway of Varroa destructor
Genetics and Genomics in G - — derlying bud d in horticultural
Primary Industries Selected talk 14:550-15:10 131 Shehnaz S ene regulatory networks un erylng ud dormancy in horticultural
perennial crops
Genetics and Genomics in
Primary Industries Lightning talk 15:10-15:15 15 Yadav S Metagenomic insights into soil biodiversity across diverse bioregions
Genetics and Genomics in Epi fic Patt £ Xylanibact tiftesla i Eadtis B v ith
Primary Industries il BT 15:45-15:20 119 ChenZ pigenetic Patterns of Xylanibacter ruminicola in Bovine Rumen Vary wi
Season and Pregnancy
Concurrent Session: 3.1
Session Chair:
Peter Prentis
Session Room:275
Genomes, Pangenomics & Divergent functions of fetal membranes and genomic structural variants
Structural Variation Il Selected talk 16:00-16:20 36 Maggs X underpin the evolution of oviparity and viviparity in a reproductively bimodal
skink, Lerista bougainvillii
Genomes, Pangenomics & U Kina G ics Mechani Ty f Net
Structural Variation Il Selected talk 16:20-16:40 105 Naim F npacking Genomics Mechanisms Un er.pmnmg api apatation of Ne
Form Blotch Disease
S R R Complex Genomic Structural Variation Underlies Climate Adaptat
Structural Variation Il Selected talk 16:40-17:00 a7 Jones A omplex Genomic Structural Variation Un er ies Climate Adaptation across
Eucalyptus species
Genomes, Pangenomics &
Structural Variation Il Selected talk 17:00-17:20 137 Lord E Bioplatforms Australia Genomics for Forest Resilience Initiative
Genomes, Pangenomics & c i ; . I . d metabolic het .
Structural Variation I Selected talk 17:20-17:40 73 shida H omparative me agenomlc§ reveal taxonomic an me.a olic heterogeneity
of sediment microbes from the Great Barrier Reef
Genomes, Pangenomics & c tational lution of th ke ch .
Structural Variation I Lightning talk 17:40-17:45 47 Trim B ompu g ional reso u ion of the sea'n snake cl (::nmoser?sory genome. N
Phylogenomic reconstruction of adaptations following rapid marine transition
Concurrent Session: 3.2
Session Chair:
Milo$ Tanurdzi¢
Session Room: 273
Genetics Education
Invited talk 16:00-16:30 155 Wang J Science Communication 2.0: Storytelling through Technology
Genetics Education
Selected talk 16:30-16:50 113 Remnant E Sequencing in real time in the undergraduate classroom
Genetics Education B d the di - how interactive simulation builds physical intuiti g
Selected talk 16:50-17:10 154 S eyond the diagram: how interactive snpu ation builds pi ysma.ln uition an
transforms student outcomes in undergraduate genetics.
Genetics Education
SING award 17:10-17:30 27 Kerekere T Tipu Matoro - Bringing Science to Our Young People in Te Tairawhati
Genetics Education Evaluati Al i e L d Geneti
Selected talk 17:30-17:50 160 Summerfeld T valuating an Al agent to assist student learning in a second year Genetics

practical




Concurrent Session: 3.3
Session Chair:
Daniel Ortiz Barrientos
Session Room:206

Comparative & Evolutionary

Examining the Diversity, Biology and Ecological Context of Aotearoa’s

Genomics :00-16:
Selected talk 16:00-16:20 66 Kenny N Enigmatic Freshwater Sponges
Comparative & Evolutionary Scaling t wrial biodi . itori . i led airb
e Selected talk 16:20-16:40 69 Hahn E caling terrestrial bio |vers!ty monitoring using citizen-led airborne
environmental DNA
Comparative & Evolutionary Inferring the dri £ substituti . iati . il "
e Selected talk 16:40-17:00 9 sl nferring the drivers of substitu |o'n raevgna ion using phylogenetic
stochastic mapping
Comparative & Evolutionary B d int i tructural data t truct th uti f
e Selected talk 00720 11 Puente-Lelievre C eyond sequence: integra |ng.s ruc ura. ag (o] recor!s ruct the evolution o
host-seeking behaviour in bacteria
Comparative & Evolutionary MHC C tive G ics A Ve lelst Bat d
Genomics Selected talk 5040 g Silver L omparative Genomics Across 'ere rates: Insights from Bats an
Marsupials
Comparative & Evolutionary Contrasii 0 t hybridisat T it . d
. Selected talk Ao a0 s Howitt S ontrasting ou cgmes. o . ybridisation WI. introduced species an
implications for a warming world
TUESDAY

Plenary q . » S o . 0
Chair: Milog Tanurdsié Morning plenary | 08:45-09:30 Sarah Medland Psychiatric Genetics: What Psychiatry has learned from genetics
Morning Tea
Concurrent Session: 4.1
Session Chair:
Maddie James
Session Room:275
Genetics and Genomics of o U i . - et
Invasive Species Invited talk 10:00-10:30 67 Bock D volving on the edge: how mva'swce species adapt—or fail to—in new
environments
Genetics and Genomics of A Pp—— " R . .
Invasive Species Selected talk 10:30-10:50 9 Hay A symmg ric mlgrg |on.s apes gene ic struc ure’o e mvaswe vian
Vampire Fly (Philornis downsi) across the Galapagos archipelago.
Genetics and Genomics of -~ R P -
Invasive Species Selected talk 10:50-11:10 12 Dudaniec R nvironmental gradients align ggnes arn gt{ microbiomes during a
bumblebee island invasion
Genetics and Genomics of — " M e o e G T
Invasive Species Selectedtalk | 11:10-11:30 | 56 Kabir S patolemporaicynamies oigenomic acapiation lo/cimaisicuring fie
European invasion of Ambrosia artemisiifolia
Genetics and Genomics of - 5 i . — ‘ - . "
Invasive Species Selected talk 11:30-11:50 106 D'Ombrain T on-invasive epigenetic age estimation .an population genetics for urban
deer management using faecal DNA
Genetics and Genomics of U M—— S At Ferl Gt T i
Invasive Species Ll 11:550-11.55 a2 Ding Y ncovering the Invasion History of Aus| ra ian Feral Cats Through Museum
Genomics
Concurrent Session: 4.2
Session Chair:
Milo$ Tanurdzi¢
Session Room:206
Conservation Genetics and
Genomics Mayo Prize 10:00-10:20 25 Tan H Genomic erosion in the threatened hihi/stitchbird
Conservation Genetics and
Genomics Lightning talk 10:20-10:25 52 Mcmaster E Genomic signatures of vulnerability and resilience across Australian plants
Conservation Genetics and % . M- - T
Genomics gl 10:25-10.30 02 Bhummakasikara T useum genomics reveals the phylogenetic placement of the elusive

Tasmanian Pookila




Conservation Genetics and

Genomics Spen.cer Smith- 10:30-10:50 93 OckertL Conservation genomics of the Australllarl litle penguin, from wild colonies to
White award captivity.
Conservation Genetics and G ic Insights into Admix Y t of Southern Koal
- Selected talk ST EE - Schraven A enomic Insights into Admixture an  Management o outhern Koala
Populations
Conservation Genetics and
Genomics Selected talk 11:10-11:30 95 Dodd C Taxonomy and conservation genetics of the kultarrs (Antechinomys sp.)
Conservation Genetics and ch level blies identi b . I holobiont
ErEf el e A 09 Schneller N romosome-level genome assemblies iden ify members of coral holobion
community
Conservation Genetics and Bringing CRISPR D Under: Adaii il diting for lizard
- il T EE 14 68 Griffith O ringing own Under: Adapting reptile genome editing for lizards
in Australia
Concurrent Session: 4.3
Session Chair:
Charlie Bell
Session Room: 273
Molecular, developmental
genetics, and gene regulation Il Invited talk 10:00-10:30 126 Isbel L The role of chromatin in guiding transcription factor activity in stem cells
Molecular, developmental L d ing illuminat - ation duri
genetics, and gene regulation Il | Selectedtalk | 10:30-10:50 | 110 Richardson S ong-read sequencing fuminaies refroransposon reguiation curing
primordial germ cell specification in vitro
Molecular, developmental Geneti i di ii licing: Insights f illion GWAS
genetics, and gene regulation Il | Selected talk BETTEE B Chhabra A enetic variation and tissue-speci Z:g;cmg. nsights from a million
Molecular, developmental
genetics, and gene regulationll | Selected talk 11:10-11:30 19 Baxter S Genetic pest control using conditional temperature sensitivity gene drives
Molecular, developmental
genetics, and gene regulationll | Selected talk 11:30-11:50 114 Remnant E Small but mighty: What can small RNAs tell us about parasitic mites?
Molecular, developmental ch terizati 4G . D LTR retrot ition duri
genetics, and gene regulationl | Lightning talk 11:50-11.55 80 Carleton A aracterization and Genotyping of De novo retrotransposition during

Mouse Embryonic Development

Award Winner Ross Crozier
Medal

Asia-Pacific
Genetics

12:00-12:45

Joanna Achinger Kawecka

3D chromatin rewiring governs lineage identity in prostate cancer

LUNCH

seminar

Concurrent Session: 5.1
Session Chair:
Peter Prentis
Session Room: 206

Conservation Genetics and

Translocations as a tool for promoting immunogenetic diversity and disease

Genomics Selected talk 13:30:13:50 6 Hogg C s
resilience
Conservation Genetics and G . t of wild |ati - d i -
- Selected talk BTG 88 Tiatragul S enomic assessment o wi population structure and captive representation
of the critically endangered corroboree frogs
Conservation Genetics and Th tics of resist to the plant di - & licati )
- Selected talk 1A% a5 g e genetics of resistance to e plant disease myrtle rust: app ications in
conservation and restoration
Conservation Genetics and Genetic insights int J \ati f black-footed rock-wallabi ;
ErErf Selected talk A5 102 Rubio C enetic insights into a managed population of black-footed rock-wallabies a
Newhaven
Conservation Genetics and c " hyi hy of the Sminthopsi identifi
. Selected talk 14:50-15:10 06 Potter S omparative phylogeography of the Sminthopsis macroura group identifies
expansion in response to past climatic changes
Conservation Genetics and Spencer Smith- Genetic health in the last remnant population of the Armoured Mist Frog
Genomics \F;Vhite award 15:10-15:30 41 Bail N (Mosleyia lorica) in the Australian Wet Tropics, and projections for managing

a reintroduced population




Concurrent Session: 5.2
Session Chair:
Milo$ Tanurdzi¢
Session Room: 275

Bioinformatics, modelling and

genomics technologies Invited talk 13:30:13:50 153 Fernandez Valverde S Evolution as a lens into IncRNA functionality
Bioinformatics, modelling and
genomics technologies Selected talk 14:10-14:30 91 Fortuna N Using PSoup to understand biological systems
Bioinformatics, modelling and e AT — . - : -
genomics technologies Invited talk | 13:50-14:10 | 157 Kainer D UG Gecades o1bio ng; ACCUIEIE CaUSal NENOME Wi
Bioinformatics, modelling and — T Teu—— — A
genomics technologies Selected talk 14:30-14:50 68 Tammen | at’s new in ? Enhancing a global resource for inherited diseases
and traits in animals.
Bioinformatics, modelling and Euilr - (et e N (i e - i
genomics technologies Selected talk | 14:50-15:10 | 84 Summerfield T e & AL ALITE e oI LA A AL el
Genome Stability in Cyanobacteria
Bioinformatics, modelling and © P o KEf . 5 P "
genomics technologies Uigig 15:40-15:15 30 CrowT ausal thinking in a correlated world: improving genomic prediction throug
SNP selection in the Al era
Concurrent Session: 5.3
Session Chair:
Owen Powell
Session Room: 273
Quantitative genetics
Selected talk 13:30:14:00 18 O'Brien N Modelling polygenic adaptation via gene regulatory networks
Quantitative genetics 3 Sl & . P . i - "
pencer mith- 14:00-14:20 86 Amoanimaa-Dede H enetic and molecular basis of photosystem Il heat tolerance in wheat an
White award barley
Quantitative genetics u . @@ " " AR o
Selected talk 14:20-14:40 139 Chandora K ncovering novel GxG interactions through mutant perturbations to tes
genomic predictions
Quantitative genetics L : taboli ification th e S 6
Selected talk 14:40-15:00 76 Bacon E everaging metabolic quantification to uncover the genetic determinants o
equine sedative response variability
Quantitative genetics More loci, better resolution, and finally Australian:Developing the First Rice
Lightning talk 15:00-15:05 49 Quilloy F NAM Population to Incorporate Australian Varieties for Complex Trait
Dissection
Quantitative genetics 0 . ST el Fraisel A T .
gl 15:05-15:10 122 Ly everaging and Refining Rumen Microbial Functional and Taxonomic

Features to Predict Methane Phenotypes in Sheep

Afternoon Tea

DG Catcheside prize Room 206

Afternoon
plenary

16:00-16:30

Leo Featherstone

Improving phylodynamic inference for infectious disease outbreaks

GSA AGM
Room 206

Conference Dinner
Rivershed
Howard Smith Wharves

WEDNESDAY

Alan Wilton Award

AGM

Morning plenary

Morning plenary

16:30-17:15

18:15-22:00

09:30-10:00

David Lowry

Andrew Urquhart

Uncovering the complex genetic basis of evolutionary adaptations in the
yellow monkeyflower, Mimulus guttatus

The search for a vector of horizontal gene transfer in fungi

Morning Tea




Concurrent Session: 6.1
Session Chair:
Tim Puckering
Session Room: 275

Pest & Pathogen Evolution

Invited talk 10:30-11:00 77 Schmidt T Pest evolution on human timescales
Pest & Pathogen Evolution
Selected talk 11:00-11:20 87 Dainty K When Biocontrol goes Ratchet: the Evolutionary Constraints of Asexuality
Pest & Pathogen Evolution Atale of two giant vi di et e R e I e
Selected talk 11:20-11:40 45 i ale of two giant viruses: diverse strategies of latent infection in distinc
eukaryotic hosts
Pest & Pathogen Evolution
Selected talk 11:40-12:00 89 Inwood S Virus spillover and strain dynamics in a parasitoid biocontrol agent
Pest & Pathogen Evolution Low heritability and cross-trait covariances constrain adaptive potential for
Selected talk 12:00-12:20 28 Gallagher-becker S disease resistance in a wild reptile (eastern water dragon - Intellagama
lesueurii)
Pest & Pathogen Evolution Strept . ist - dicted 1o be highl lentand
Lightning talk e 0 Ngo L reptomycin resistance mutations are predicted to be highly prevalentan
evolvable across diverse bacterial lineages
Pest & Pathogen Evolution Shifts in the microbial di . d Ha teristi
it G PEERE o Patantis G ifts in the microbia |\{ersnty and genomic characteristics across an
intertidal hot spring ecosystem
Concurrent Session: 6.2
Session Chair:
Lauren Aoude
Session Room: 206
Genetics and genomics in Utility of pol ic risk indi i tic testing f di |
human health and disease I Invited talk 10=0H00 i5e Shah S ility of polygenic risk scores in iagnostic genetic testing for cardiovascular
diseases
Genetics and genomics in G id iati tudy of d iting duri
human health and disease I Selected talk ooHiz0 o8 Painter J enomewide association study of nausea and vomiting during pregnancy
reveals a complex genetic architecture beyond the impact of GDF15.
Genetics and genomics in ) . . . X q .
human health and disease II Phil Batterham 11:20-11:40 100 O'Sullivan B Closing the Diagnostic Gap: Long-Read Seq.uencmg gnd Dlyerse Reference|
award Resources to Improve Rare Disease Diagnosis
Genetics and genomics in Intrauterine environment and offspring psychiatric outcomes: An
human health and disease Il Selected talk 11:40-12:00 123 Chang E intergenerational Mendelian randomization study in the Norwegian Mother,
Father, and Child cohort
Genetics and genomics in A Cup of Tea with Uncle — Genetic Counselling Consultations Supported b
human health and disease Il SING award BATARS 2 Ruthven S up of Tea with Uncle — Genetic Counselling Consultations Supported by
Indigenous Approaches
Genetics and genomics in X . . .
human health and disease II Spenlcer Smith- 12:15-12:30 111 Ry AL Characterisation of ATXN3 CAG repeat gnd SNP haplotype diversity across
White award ancestries
Concurrent Session: 6.3
Session Chair:
David Kainer
Session Room: 273
Bioinformatics and genomics
technologies Invited talk 10:30-11:00 158 Mar J TBA
Bioinformatics and genomics
technologies Invited talk 11:00-11:30 152 Berry S Transcriptional homeostasis in human cells
Bioinformatics and genomics Decoding Feline Xanthinuria: Identifyi d Functionally Validating th
technologies Selected talk E 150 23 Kim M ecoding Feline Xanthinuria: Iden |fy|ng and Functionally Validating the
Genetic Culprit Behind an Emerging Veterinary Challenge
Bioinformatics and genomics E issing broth d sisters: Non-destructive DNA extraction for th
technologies SING award 11:50-12:05 64 Paspke C or our rr.nssmlg- rc? ers and sis 9r§. on- : estructive ex refc ion for the
identification and repatriation of highly degraded remains.
Bioinformatics and genomics
technologies Selected talk 12:05-12:25 Crow M A Life in Genomics: Careers Beyond Academia
Lunch
Conference Award . .
Presentations, Room 206 13:30-14:00
Conference Closing, Room 206 14:00-14:30




Poster sessions:
Even poster numbers
Monday, Odd poster

Phylogenomic Analysis of Cockatoos (Psittaciformes, Cacatuidae) to

Posters Poster 53 Shade T Estimate Relationships, Evolutionary Timescale, and Gene Flow: Preliminary|
Results

Posters Poster 58 Rossi Burden C Genomic signatures of wood feeding and nesting in termites and
cockroaches

" Resolving Lord Howe Island’s ant diversity and origins by integrating

eSS RS 2 Sliel COI/16S barcoding and morphology.

Posters Poster -8 Jones H Gelnom|c evidence su.ppOFts a hybrid origin for the Kalbarri catspaw —
Anigozanthos kalbarriensis.

Post Post 101 D c Developing mitochondrial references for Australian terrestrial mammals:

osters oster rury Testing the limits of mitochondrial DNA in species-level diagnosis

Is there a genetic basis for sex differences in the gut microbiota, and does

Posters Poster 108 Kumar A a 5 i . .
this genetic variation covary with host lifespan?
Risk factors of ovarian cancer: A systematic review and meta-analysis of

Posters Poster 4 Anagaw M R L .
Mendelian randomisation studies

Posters Poster o Mann J Reference Bias gnd Evolu_nonary Hllsltory‘Shape Allele FrequenCIes of
Neurodegenerative Associated Loci in Diverse Populations

Posters Poster o Balaton B The effet-:ts of periconceptional alcohol exposure on placental DNA
methylation

Posters Poster = Wronka Z L|nkmg parasite burden, immune response, and genetic variation in
Australian Thoroughbred horses

Posters Poster 70 Tammen | LARGE ANIMAL MODELS OF HUMAN GENETIC DISEASE

Posters Poster 2 Bartschat C Generating functnona] genomics and epigenomics resources to identify gene
regulatory elements in mango (Mangifera indica L.)

Posters Poster i Hounslow T Truncated Endogenous Retroviral Envelope Proteins at the Fetal-Maternal
Interface

Posters Poster e Jessica G Compargtlve_Analyms of KNATM Function in Arabidopsis thaliana and
Cardamine hirsuta

Posters Poster 2 Millard A Small RNA associated yvnth \_/eg_etatlve phase change and competence to
flower in mango (Mangifera indica)

Posters Poster 128 Zhang Q DNA methylomes in mango (Mangifera indica L.)

Posters Doster . Chang W Development of_a Bioinformatics Platform for Gene Expression Data and
Pathway Analysis

Posters Poster 140 Rosic N Natural L_JV-absorbn‘_ng compo_unds - Mycosporine-like Amino Acids and the
complexity of their biosynthetic pathways

Posters Poster 39 Ngo L Streptomycin reswtgnce mutatlo'ns gre predicted to be highly prevalent and
evolvable across diverse bacterial lineages

Posters Poster v Wang Z QWAS |fjer.1t|ﬁes novel SNPs and candidate genes asso'mated with pearl
yield traits in the freshwater pearl mussel Hyriopsis cumingii

Posters Poster 156 Pasipanodya M Cost-Effective Genotyping Using Long Read Skim Sequencing for Tree Crop Breeding

Posters Poster 146 L) Single-cell tranggrmtomlcs of Hyr|op§|s cumln.gu mantlg t|S§ue reveals thata
novel gene Nasilin plays a key role in pearl biomineralization

Posters Poster 82 Ding Y lCJ;‘ncovgrlng the Invasion History of Australian Feral Cats Through Museum

enomics

Posters Poster 148 Ward A Genet{c P_olyr.norphls.ms in 7. ]_VFA, ABCBI am-i TGFB( : an in-silico analysis and

potential implication in the pain profile of cystic fibrosis
" Isoform-resolved transcriptomics reveals stage-specific regulatory
Posters Poster 150 Wickramage H

complexity during metamorphosis in Helicoverpa armigera




Posters Poster 147 LiJ Construction and application of a genomic selection system for freshwater pearl mussels
A deep learning framework with coordinate attention and dual SNP orderin:
Posters Poster 145 Wang Z p 9 . I N s 9
strategies for genomic prediction in Hyriopsis cumingii
Posters Poster 151 VasliN Can Optical Genome Mapping Replace Chromosomal Microarray Analysis?

Experience from a Canadian Provincial Diagnostic Genetics Laboratory
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